
Search Details

Job Title/ Assay Name :
dubliniensis(in)

Amplicon Sequence:
CCCTTAACGAGGAACAAYTGGAGGGCAAGTCTGGTGCCAGCAGCC
GCGGTAATTCCAGCTCCAATAGCGTATATT

Effective Date : 2025-08-29 Forward: CCCTTAACGAGGAACAATTGGA

Database : core_nt Reverse: AATATACGCTATTGGAGCTGGAAT

Alignment algorithm : blastN Probe: AGTCTGGTGCCAGCAGCCGC

Exclusive Organism: Inclusive Organism: Candida dubliniensis

RID: B2H3GR3P015 Total Result: 15

App Version: 1.0
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#Accessions Oligo Mutation Impact

Candida dubliniensis/42374 Analyzed Accessions: 10

http://24.199.68.237:5000//show_pdf_accessions?accessions=MW281619%2CX99399%2CMK394123%2CMH545916%2CMW281616%2CMW281618%2CEU139420%2CNG_062654%2CMZ574410%2CMW281617
http://24.199.68.237:5000//show_pdf_accessions?accessions=MF045510
http://24.199.68.237:5000//show_pdf_accessions?accessions=PX057667
http://24.199.68.237:5000//show_pdf_accessions?accessions=AY669334
http://24.199.68.237:5000//show_pdf_accessions?accessions=AF499463%2CAF499464

