
Search Details

Job Title/ Assay Name : L.
ramosa

Amplicon Sequence:
CCCTTAACGAGGAACAAYTGGAGGGCAAGTCTGGTGCCAGCAGCC
GCGGTAATTCCAGCTCCAATAGCGTATATT

Effective Date : 2025-08-20 Forward: CCCTTAACGAGGAACAATTGGA

Database : core_nt Reverse: AATATACGCTATTGGAGCTGGAAT

Alignment algorithm : blastN Probe: AGTCTGGTGCCAGCAGCCGC

Exclusive Organism: Inclusive Organism: Candidozyma auris

RID: AB4751GX013 Total Result: 44

App Version: 1.0
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#Accessions #Accession Details Oligo Mutation Impact

Candidozyma auris/498019 Analyzed Accessions: 28
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