
Search Details

Job Title/ Assay Name : L.
ramosa

Amplicon Sequence:
CCCTTAACGAGGAACAAYTGGAGGGCAAGTCTGGTGCCAGCAGCC
GCGGTAATTCCAGCTCCAATAGCGTATATT

Effective Date : 2025-08-20 Forward: CCCTTAACGAGGAACAATTGGA

Database : core_nt Reverse: AATATACGCTATTGGAGCTGGAAT

Alignment algorithm : blastN Probe: AGTCTGGTGCCAGCAGCCGC

Exclusive Organism: Inclusive Organism: Lichtheimia ramosa

RID: AAVX2EE3015 Total Result: 37

App Version: 1.0

36 Forward C3T, A14T Detected

1

Forward C3T, A14T, Y18G, +21C

Probe T3G, T5-, G9T

Reverse A1-, C9G, T10A, C18T

Not Detected

#Accessions Oligo Mutation Impact

Lichtheimia ramosa/688394 Analyzed Accessions: 37

http://24.199.68.237:5000//show_pdf_accessions?accessions=JQ775426%2CJQ775449%2CJQ775454%2CJQ775427%2CMH453459%2CJQ775429%2CMH453455%2CMG772628%2CNG_064998%2CMG772623%2CJQ775419%2CMH453452%2CJQ775445%2CJQ775420%2CJQ775456%2CJQ004932%2CMG772624%2CJQ004933%2CPQ524348%2CMG772630%2CMH453457%2CJQ775458%2CMT523873%2CMG772627%2CMH453458%2CEU826361%2CJQ775457%2CJQ775453%2CPV133338%2CJQ775424%2CJQ775442%2CMH453454%2CPP980681%2CMH453456%2CJQ775422%2CJQ775428
http://24.199.68.237:5000//show_pdf_accessions?accessions=MZ645944

