
Search Details

Job Title/ Assay Name : GES
Amplicon Sequence:
CGTTCAAGTTTCCGCTAGCCGCGCTGGTCTTTGAAAGAATTGACTC
AGGCACCGAGCGGGGGGATCGAAAACTTTCATATGGGCC

Effective Date : 2025-11-19 Forward: CGTTCAAGTTTCCGCTAG

Database : core_nt Reverse: GGCCCATATGAAAGTTTTC

Alignment algorithm : blastN Probe: AATTGACTCAGGCACCGAGCG

Exclusive Organism: Inclusive Organism:

RID: HUKZNK57014 Total Result: 409

App Version: 1.0

181 181 NA No Mutations
✅✅✅
Detected

2
CP111034
LC157846 Probe ✅✅✅ C20A

✅✅✅
Detected

2
NG_070735
MT313930 Reverse ✅✅✅ T9C

✅✅✅
Detected

7

NG_203390
MK880227
OQ813783
KX753225
NG_065425
NG_051512
CP136986

Reverse ✅✅✅ G1-, A6G, T9C ✅✅✅
Detected

1 CP107257 Probe ✅✅✅ G21-
✅✅✅
Detected

1 KP696466

Forward ❌❌❌ Forward Missing

Probe ❌❌❌
A1-, A2-, T3-, T4-, G5-, A6-, C7-, T8-, C9-, A10-, G11-, G12-, C13-,
A14-, C15-, C16-, G17-, A18-, G19-

❌❌❌
limited
coverage
(excluded)

2
NG_049126
KF179354

Forward ❌❌❌ C1-, G2-, T11C, A17G

Probe ❌❌❌ A1C, T4C, T8A, C9G, A10C

Reverse ❌❌❌
G1-, G2-, C3-, C4-, C5-, A6-, T7-, A8-, T9-, G10-, A11-, A12-, T15C,
T18G

❌❌❌
limited
coverage
(excluded)

41 41 NA No Mutations
✅✅✅
Detected

28 28 NA No Mutations
✅✅✅
Detected

No of
Accessions

Accession
Details

Oligo
Select Oligo

Mutation
BDS Analysis
Performance

Prediction

Pseudomonas aeruginosa/287 Analyzed Accessions: 193

Acinetobacter baumannii/470 Analyzed Accessions: 41

Klebsiella pneumoniae/573 Analyzed Accessions: 28

Aeromonas caviae/648 Analyzed Accessions: 18

https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AY953375%2CNG_065870%2CMN182483%2CCP132110%2CCP140515%2CPX238429%2CCP141753%2CLC558356%2CMK105833%2CGU831563%2CLC155936%2CMN182482%2CCP137912%2CNG_054709%2CCP124662%2CCP043549%2CNG_243467%2CKT626944%2CEU598463%2CCP192623%2CNG_244510%2CCP137915%2CJF826499%2CCP136983%2CKC469285%2CNG_049140%2CPX257759%2CNG_062215%2CCP124652%2CMH251973%2CGQ337064%2CCP137919%2CCP021774%2CCP137918%2CDQ236170%2CKP096411%2CCP124644%2CNG_243586%2CMK507772%2CCP137556%2CDQ660417%2CCP040684%2CCP123792%2CCP137944%2CPQ732169%2CCP137913%2CCP137914%2CCP156941%2CCP123785%2CCP132113%2CCP075766%2CCP124626%2CEF202187%2CCP124655%2CCP136985%2CCP150132%2CCP081345%2CMG742374%2CCP107042%2CAF326355%2CPV088249%2CPQ117759%2CGU208678%2CAF329699%2CNG_049131%2CCP054843%2CNG_242721%2CCP124660%2CMH251972%2CKX196168%2CCP180134%2CCP132107%2CGU831564%2CNG_049115%2CAY920928%2CCP121766%2CNG_062356%2CNG_049122%2CMH796164%2CCP123791%2CNG_062216%2CMH053445%2CCP123787%2CMN219691%2CCP181410%2CCP123789%2CCP138195%2CCP022000%2CCP184642%2CLC589064%2CMH780083%2CCP137917%2CCP136981%2CNG_049132%2CCP130942%2CNG_049130%2CCP143357%2CKY783911%2CCP137939%2CAP040360%2CNG_049117%2CGU169702%2CEF190326%2CCP136987%2CPX278758%2CKT321971%2CNG_049134%2CNG_049141%2CNG_060521%2CCP060392%2CJN711472%2CCP149513%2CCP046402%2CNG_056177%2CCP132108%2CCP096941%2CCP021775%2CCP043483%2CCP133397%2CNG_080772%2CMK463613%2CKT997885%2CCP174014%2CMG696822%2CNG_071202%2CPQ394547%2CCP174409%2CAF347074%2CKF679347%2CCP027172%2CMG748726%2CLC126615%2COM831264%2CMG755328%2CCP174013%2CCP194071%2CNG_070736%2CMH780082%2CDQ236171%2CCP123786%2COQ858935%2CKM210290%2CCP166823%2CCP136757%2CNG_148619%2CCP137444%2CKT151556%2CPQ570128%2CPP695362%2CCP096960%2CNG_065871%2CCP124673%2CHQ448869%2CCP124672%2CCP168457%2CKY860573%2CCP027173%2CMN065796%2CNG_060522%2CKY852375%2CON166564%2CCP114078%2CCP132109%2CKT321970%2CAF355189%2CCP124632%2CMG589922%2COP716785%2CLC360798%2CON051599%2CCP120707%2CDQ333893%2CNG_049129%2CMN991291%2CCP053747%2CCP132106%2CCP102174%2CCP132114%2CCP123793%2CJQ028729%2CNG_049120
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP111034%2CLC157846
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_070735%2CMT313930
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_203390%2CMK880227%2COQ813783%2CKX753225%2CNG_065425%2CNG_051512%2CCP136986
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP107257
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=KP696466
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_049126%2CKF179354
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=KJ131499%2CKY022424%2CHM622144%2CNG_049114%2CNG_049125%2CHM451497%2CLC107421%2CFJ854362%2CGU207844%2CCP087311%2CJN253503%2CJX023441%2CLT984690%2CCP113079%2CJQ764759%2CNG_060520%2CCP121592%2CCP008707%2CCP160033%2COP158701%2CLC107423%2CCP087299%2CNG_049116%2CKC469284%2CCP070365%2CLC100116%2CNG_049113%2CCP160131%2CCP169789%2CFJ538287%2CCP159764%2CFN554543%2CCP070361%2CLC099465%2CMF072938%2CHM622145%2CCP113081%2CCP102817%2CLC107606%2CNG_088389%2CNG_049127
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_243587%2CLC318534%2CEF219164%2CAB116260%2CMZ254706%2CNG_049111%2CNG_049133%2CCP173044%2CAB113580%2CKT070138%2CMT720902%2CDQ902344%2COQ971806%2CKX244760%2CKF745070%2CLC620536%2CEF219163%2CLC318536%2COM439658%2CAF156486%2CAY219651%2CNG_049136%2CMN436715%2CNG_049138%2CLC623933%2CGQ139471%2CAB116723%2CAY494718


18 18 NA No Mutations
✅✅✅
Detected

15

LC622104
LC589061
CP066860
AP026427
LC621169
AP022010
AP021952
AP021953
AP026398
LC318537
AP021954
LC634084
AP026414
AP022017
AP022018

NA No Mutations ✅✅✅
Detected

1 CP066863 Probe ✅✅✅ G21-
✅✅✅
Detected

13

AB914515
KX230795
MF370188
JX437088
ON418962
EU266532
CP073313
AF208529
KX912255
NG_049139
JX437086
NG_080773
MN180807

NA No Mutations ✅✅✅
Detected

13

NG_049119
LC318535
NG_049137
KJ541071
KJ541070
AY494717
FJ696404
NG_049123
NG_049121
MT955355
HQ874631
AY260546
JN596280

NA No Mutations ✅✅✅
Detected

9

AP024848
NG_081782
LC486677
MH569711
KJ541069
KJ541068
HM173356
NG_049118
CP132198

NA No Mutations ✅✅✅
Detected

No of
Accessions

Accession
Details

Oligo
Mutation

BDS Analysis
Performance

Prediction

Klebsiella quasipneumoniae/1463165 Analyzed Accessions: 16

Enterobacter cloacae/550 Analyzed Accessions: 13

Escherichia coli/562 Analyzed Accessions: 13

Serratia marcescens/615 Analyzed Accessions: 9

https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AP024943%2CCP068231%2CCP066814%2CNG_049135%2CAP026377%2CNG_242722%2CAP022013%2CKT030779%2CCP068233%2CNG_074709%2CLC735978%2CAP024404%2CAP024138%2CLC612390%2CKX034181%2CAP026894%2CAP026404%2CAP026371
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC622104%2CLC589061%2CCP066860%2CAP026427%2CLC621169%2CAP022010%2CAP021952%2CAP021953%2CAP026398%2CLC318537%2CAP021954%2CLC634084%2CAP026414%2CAP022017%2CAP022018
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP066863
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AB914515%2CKX230795%2CMF370188%2CJX437088%2CON418962%2CEU266532%2CCP073313%2CAF208529%2CKX912255%2CNG_049139%2CJX437086%2CNG_080773%2CMN180807
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_049119%2CLC318535%2CNG_049137%2CKJ541071%2CKJ541070%2CAY494717%2CFJ696404%2CNG_049123%2CNG_049121%2CMT955355%2CHQ874631%2CAY260546%2CJN596280
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AP024848%2CNG_081782%2CLC486677%2CMH569711%2CKJ541069%2CKJ541068%2CHM173356%2CNG_049118%2CCP132198


8

CP113908
LC654878
NG_074708
LC735982
CP146530
CP073309
LC612389
NG_077975

NA No Mutations
✅✅✅
Detected

7

MZ133815
PP871353
KT984195
CP187120
NG_049128
KT732289
LC589514

NA No Mutations ✅✅✅
Detected

6

NG_077976
AP022514
AP022395
AP022495
LC654879
AP022400

NA No Mutations
✅✅✅
Detected

5

AP021921
AP021920
MT231822
AP021918
MT231818

NA No Mutations ✅✅✅
Detected

5

AP023400
LC376043
CP028565
LC598227
KR014105

NA No Mutations ✅✅✅
Detected

4

KX946994
JN596279
OW967521
KX912254

NA No Mutations
✅✅✅
Detected

4

HM453325
LC735979
NG_076643
LC637995

NA No Mutations
✅✅✅
Detected

4

LC589684
AP019671
AP022270
AP021985

NA No Mutations
✅✅✅
Detected

No of
Accessions

Accession
Details

Oligo
Mutation

BDS Analysis
Performance

Prediction

Klebsiella michiganensis/1134687 Analyzed Accessions: 8

Citrobacter freundii/546 Analyzed Accessions: 7

Citrobacter portucalensis/1639133 Analyzed Accessions: 6

Aeromonas/642 Analyzed Accessions: 5

Aeromonas hydrophila/644 Analyzed Accessions: 5

Klebsiella oxytoca/571 Analyzed Accessions: 4

Aeromonas veronii/654 Analyzed Accessions: 4

Raoultella ornithinolytica/54291 Analyzed Accessions: 4

Enterobacter kobei/208224 Analyzed Accessions: 4

https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP113908%2CLC654878%2CNG_074708%2CLC735982%2CCP146530%2CCP073309%2CLC612389%2CNG_077975
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=MZ133815%2CPP871353%2CKT984195%2CCP187120%2CNG_049128%2CKT732289%2CLC589514
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_077976%2CAP022514%2CAP022395%2CAP022495%2CLC654879%2CAP022400
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AP021921%2CAP021920%2CMT231822%2CAP021918%2CMT231818
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AP023400%2CLC376043%2CCP028565%2CLC598227%2CKR014105
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=KX946994%2CJN596279%2COW967521%2CKX912254
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=HM453325%2CLC735979%2CNG_076643%2CLC637995
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC589684%2CAP019671%2CAP022270%2CAP021985


4

NG_081003
AP022449
LC709174
LC589062

NA No Mutations
✅✅✅
Detected

4

LC589063
AP023450
AP022467
LC735980

NA No Mutations
✅✅✅
Detected

3
LC318533
CP066873
CP066881

NA No Mutations ✅✅✅
Detected

2
LC847873
CP026418 NA No Mutations

✅✅✅
Detected

2
LC735983
CP074187 NA No Mutations

✅✅✅
Detected

2
AP026386
CP115731 NA No Mutations

✅✅✅
Detected

2
LC763412
NG_157005 NA No Mutations

✅✅✅
Detected

2
CP067435
CP067436 NA No Mutations

✅✅✅
Detected

1 LT222320 NA No Mutations
✅✅✅
Detected

1 CP041049 NA No Mutations
✅✅✅
Detected

1 MF370653 NA No Mutations
✅✅✅
Detected

1 MK816302 NA No Mutations
✅✅✅
Detected

1 HQ170511 NA No Mutations
✅✅✅
Detected

No of
Accessions

Accession
Details

Oligo
Mutation

BDS Analysis
Performance

Prediction

Enterobacter roggenkampii/1812935 Analyzed Accessions: 4

Klebsiella variicola/244366 Analyzed Accessions: 3

Acinetobacter/469 Analyzed Accessions: 2

Raoultella planticola/575 Analyzed Accessions: 2

Citrobacter braakii/57706 Analyzed Accessions: 2

Enterobacter asburiae/61645 Analyzed Accessions: 2

Klebsiella grimontii/2058152 Analyzed Accessions: 2

Pseudomonas putida/303 Analyzed Accessions: 1

Citrobacter/544 Analyzed Accessions: 1

Morganella morganii/582 Analyzed Accessions: 1

Salmonella/590 Analyzed Accessions: 1

Aeromonas media/651 Analyzed Accessions: 1

Stenotrophomonas maltophilia/40324 Analyzed Accessions: 1

https://app.blastdeepseq.ai//show_pdf_accessions?accessions=NG_081003%2CAP022449%2CLC709174%2CLC589062
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC589063%2CAP023450%2CAP022467%2CLC735980
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC318533%2CCP066873%2CCP066881
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC847873%2CCP026418
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC735983%2CCP074187
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AP026386%2CCP115731
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LC763412%2CNG_157005
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP067435%2CCP067436
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=LT222320
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP041049
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=MF370653
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=MK816302
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=HQ170511


1 CP104863 NA No Mutations
✅✅✅
Detected

1 CP113827 NA No Mutations
✅✅✅
Detected

1 CP186697 NA No Mutations
✅✅✅
Detected

1 AP022347 NA No Mutations
✅✅✅
Detected

1 MK847893 NA No Mutations
✅✅✅
Detected

1 MW554921
Forward ❌❌❌ Forward Missing

Probe ❌❌❌ A1-, A2-, T3-, T4-

❌❌❌
limited
coverage
(excluded)

No of
Accessions

Accession
Details

Oligo
Mutation

BDS Analysis
Performance

Prediction

Pandoraea/93217 Analyzed Accessions: 1

Undibacterium/401469 Analyzed Accessions: 1

Fluviibacter phosphoraccumulans/1751046 Analyzed Accessions: 1

Cloning vector pET28A-blaGES-9/2573024 Analyzed Accessions: 1

Proteus mirabilis/584 Analyzed Accessions: 0

https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP104863
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP113827
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=CP186697
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=AP022347
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=MK847893
https://app.blastdeepseq.ai//show_pdf_accessions?accessions=MW554921

