Search Details

Job Title/ Assay Name :
Candida tropicalis

Amplicon Sequence:
CCCTTAACGAGGAACAAYTGGAGGGCAAGTCTGGTGCCAGCAGCC
GCGGTAATTCCAGCTCCAATAGCGTATATT

Effective Date : 2025-08-18

Forward: CCCTTAACGAGGAACAATTGGA

Database : core_nt

Reverse: AATATACGCTATTGGAGCTGGAAT

Alignment algorithm : blastN

Probe: AGTCTGGTGCCAGCAGCCGC

Exclusive Organism:

Inclusive Organism: Candida tropicalis

RID: AGHHJG9X013

Total Result: 139

App Version: 1.0

#Accessions Oligo Mutation Impact
Candida tropicalis/5482 Analyzed Accessions: 122
Forward C1-
114 Detected
Reverse A11T
Forward C1-
2 Detected
Reverse Al-, A11T
Forward C1-
1 Detected
Reverse C9T, Al1-
Forward C1-
1 Probe +16C Detected
Reverse +8G, A11T, G15A
Forward C1-
1 Not Detected
Reverse Al1T, G21A
Forward A10G
1 Not Detected
Reverse Al11T, G17A
Forward C1-
1 Probe C11A, A12C Not Detected
Reverse Al11T
Forward C1-
1 Probe C11-, A12- Not Detected
Reverse All-
1 Forward Cl- limited coverage
B Reverse Al-, A2, T3-, Ad-, T5-, A6-, C7-, G8-, C9-, T10-, All-, T12-, T13- (excluded)
q C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A14-,
, Forwar C15-, Al6- limited coverage
2 (excluded)
Reverse Al11T
1 - q C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, Al4-, limited coverage
orwar C15-, A16-, A17-, Y18-, T19- (excluded)



http://24.199.68.237:5000//show_pdf_accessions?accessions=KY033482%2CKP241782%2CEF413021%2CEF375556%2CEF428132%2CKP317738%2CMN577363%2CPP494208%2CKP317739%2CMK394119%2CPP809234%2CKR052327%2COR482135%2CEU921327%2CEF120592%2COK064105%2CJN940572%2CPX057626%2CMN093879%2CEF375554%2CMK367809%2CPV946633%2CKP317746%2CEF375615%2CEF428129%2CEF152418%2CKY118179%2CKX036922%2CAY497767%2CMN971628%2COK482083%2CPV945979%2COL314624%2CKX068682%2CMK886763%2CKP317741%2CPV827486%2CPQ097598%2CKU341838%2CKC545856%2CMH545915%2CJN940574%2CAB683471%2CKP317745%2CKP096550%2CPV342557%2CKP317752%2CMG321586%2CMK249736%2CPV342556%2CEU921328%2CEF375616%2CMG321585%2CMW281650%2CEF428133%2CEF376001%2CEF375617%2CEF408242%2CEF413020%2CEF398044%2CPP989955%2CEU348785%2CKT236445%2CKP241783%2CON258632%2CEF412966%2CON505941%2CEF413003%2CAF134717%2CMW488264%2CEF376000%2CMK886764%2CEU589204%2CPV342558%2CMZ901212%2CEF413004%2CMW281607%2CKT449837%2CMW440544%2CKP317753%2CEF375555%2CKY766068%2CPP256043%2CPP809222%2CEF428135%2CMG321591%2CEF413019%2CKY619688%2CKP317740%2CMZ816946%2CDQ515959%2CM55527%2CMW281608%2CKJ647397%2CMZ948879%2CAB683470%2CMK886761%2CKP317743%2CMG198852%2CPV826280%2CKP317744%2CMK886765%2CHG798647%2CEF432577%2CPX057627%2CHG798650%2COQ607697%2CEF408241%2CKT229543%2CEF383144%2CJQ008834%2CEU034726%2CMH879817%2CM60308
http://24.199.68.237:5000//show_pdf_accessions?accessions=KC899707%2CMZ376951
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK886762
http://24.199.68.237:5000//show_pdf_accessions?accessions=AH009771
http://24.199.68.237:5000//show_pdf_accessions?accessions=OQ772212
http://24.199.68.237:5000//show_pdf_accessions?accessions=MN258896
http://24.199.68.237:5000//show_pdf_accessions?accessions=PP494207
http://24.199.68.237:5000//show_pdf_accessions?accessions=KC556824
http://24.199.68.237:5000//show_pdf_accessions?accessions=OL348390
http://24.199.68.237:5000//show_pdf_accessions?accessions=MF045492%2CKT833129
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651253

#Accessions Oligo Mutation Impact
Probe C4T
Reverse Al11T
) Forward Forward Missing limited coverage
- Reverse A11T (excluded)
F d C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, Al4-,
1 orwar C15-, A16-, A17-, Y18-, T19-, G20- limited coverage
= (excluded)
Reverse A11T
F d C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A14-,
) orwar C15-, A16-, A17-, Y18-, T19-, G20-, G21- limited coverage
A (excluded)
Reverse A11T
Forward C1-
1 Probe Cl1-, A12-, G13-, C14-, A15-, G16-, C17-, C18-, G19-, C20- limited coverage
= (excluded)
Reverse Reverse Missing
Forward C1-
1 Probe T8-, G9-, C10-, Cl11-, A12-, G13-, Cl4-, A15-, G16-, C17-, C18-, G19-, C20- | limited coverage
(excluded)
Reverse Reverse Missing
Forward Forward Missing
1 Probe Al-, G2-, T3-, C4-, T5-, G6-, G7-, T8-, G9-, C10- limited coverage
(excluded)
Reverse All-
Forward Forward Missing
1 Prob Al-, G2-, T3-, C4-, T5-, G6-, G7-, T8-, G9-, C10-, C11-, A12-, G13-, C14-, limited coverage
< robe A15-, G16-, C17- (excluded)
Reverse Al11T
Forward Forward Missing
1 Probe Probe Missing én;étﬁ?jecg)v erage
Reverse Al11T
Forward C1-
2 Probe Probe Missing Earzitli((ijgg)v erage
Reverse Reverse Missing
Forward C1-, A7G, G9C, G11A, A14C, A17G, G20T
G7-, T8-, G9-, C10-, C11-, A12-, G13-, C14-, A15-, G16-, C17-, C18-, G19-, limited coverage
1 Probe
C20- (excluded)
Reverse Reverse Missing



http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651255%2CMK651251
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651250
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651252%2CMK651254
http://24.199.68.237:5000//show_pdf_accessions?accessions=AF545630
http://24.199.68.237:5000//show_pdf_accessions?accessions=PP789742
http://24.199.68.237:5000//show_pdf_accessions?accessions=FN820502
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK788229
http://24.199.68.237:5000//show_pdf_accessions?accessions=AY601186
http://24.199.68.237:5000//show_pdf_accessions?accessions=OQ195748%2COQ195749
http://24.199.68.237:5000//show_pdf_accessions?accessions=KY485263

