Search Details

Amplicon Sequence:
CCCTTAACGAGGAACAAYTGGAGGGCAAGTCTGGTGCCAGCAGCC
GCGGTAATTCCAGCTCCAATAGCGTATATT

Job Title/ Assay Name :
Candida albicans in

Effective Date : 2025-08-18 Forward: CCCTTAACGAGGAACAATTGGA

Database : core_nt Reverse: AATATACGCTATTGGAGCTGGAAT

Alignment algorithm : blastN | Probe: AGTCTGGTGCCAGCAGCCGC

Exclusive Organism: Inclusive Organism: Candida albicans

RID: ASMX7T1C013 Total Result: 68

App Version: 1.0

#Accessions Oligo Mutation Impact
Candida albicans/5476 Analyzed Accessions: 57
1 Forward C1- Detected
Forward C1-
50 Detected
Reverse Al11T
Forward C1-
1 Detected
Reverse All1C
Forward C1-, C2-, C3-, T4-, T5-
1 Detected
Reverse A11T
1 Reverse T12C, G17A Not Detected
Forward C1-, A22T
1 Not Detected
Reverse A11T
Forward C1-, +12G
1 Probe G9C, G13C Not Detected
Reverse Al11T
Forward C1-, A6T, A14C, C15A, A22G, +9G
1 Probe G2A, T8G, G19C, C20G, +11C Not Detected
Reverse T3A, G8C, A11T
Forward C1-
limited coverage
1 Al-, A2-, T3-, A4-, T5-, A6-, C7-, G8-, C9-, T10-, All-, T12-, T13-, G14-, (excluded)
Reverse
G15-
d C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A14-,
, Forwar C15-, Al6- limited coverage
A (excluded)
Reverse Al11T
F d C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A14-,
1 orwar C15-, A16-, A17-, Y18-, T19- limited coverage
= (excluded)
Reverse A11T
1 Forward Forward Missing limited coverage

(excluded)



http://24.199.68.237:5000//show_pdf_accessions?accessions=KM023747
http://24.199.68.237:5000//show_pdf_accessions?accessions=HQ876034%2CNG_070791%2CMW281714%2CMK886755%2CAY497754%2CX53497%2CPP405142%2CPQ845037%2CCP115805%2CMZ574137%2CPP494201%2CON495336%2CPV583491%2CPP494200%2C7PZY_A%2CAB013586%2CMW281685%2CKJ095700%2CON495337%2CXR_002086442%2CMW281611%2CPV810823%2CMK394124%2CPV274244%2CPP422260%2CAJ005123%2CMT166273%2CMW281634%2CAF134720%2CMK886760%2CAF114470%2CMT275598%2CGU562348%2CAY497744%2CPQ804640%2CKX557291%2CMK886756%2CKX557292%2CMK886759%2CMT036888%2CPP494203%2CPP809369%2CPP494199%2CEU348783%2CJN940584%2CJN940588%2CMH545917%2CPP494202%2CPQ056566%2CPP494204
http://24.199.68.237:5000//show_pdf_accessions?accessions=EU562180
http://24.199.68.237:5000//show_pdf_accessions?accessions=OR398658
http://24.199.68.237:5000//show_pdf_accessions?accessions=PV946142
http://24.199.68.237:5000//show_pdf_accessions?accessions=MN826341
http://24.199.68.237:5000//show_pdf_accessions?accessions=MG851796
http://24.199.68.237:5000//show_pdf_accessions?accessions=KC936147
http://24.199.68.237:5000//show_pdf_accessions?accessions=KY884676
http://24.199.68.237:5000//show_pdf_accessions?accessions=MF045495%2CMK651248
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651244
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651243

#Accessions Oligo Mutation Impact
Reverse Al11T
Forward Forward Missing
limited coverage
1 Prob Al-
= rove (excluded)
Reverse A11T
F d C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, Al4-,
orwar C15-, A16-, A17-, Y18-, T19-
. limited coverage
= Probe +5T, +11C (excluded)
Reverse A11T
Forward Forward Missing
1 Probe Al-, G2-, T3-, C4-, T5-, G6-, G7-, T8-, G9-, C10- limited coverage
(excluded)
Reverse A11T
Forward Forward Missing
1 Prob Al-, G2-, T3-, C4-, T5-, G6-, G7-, T8-, G9-, C10-, C11-, A12-, G13-, C14-, limited coverage
< robe A15-, G16-, C17-, C18- (excluded)
Reverse A11T
Forward Forward Missing
1 Probe Probe Missing én;étﬁ?jecg)v erage
Reverse Al11T
Forward C1-, C2-, C3-, T4-, T5-, G20A
1 Prob C4-, T5-, G6-, G7-, T8-, G9-, C10-, C11-, A12-, G13-, C14-, A15-, G16-, C17-, | limited coverage
< robe C18-, G19-, C20- (excluded)
Reverse Reverse Missing



http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651245
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651246
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651249
http://24.199.68.237:5000//show_pdf_accessions?accessions=AY250705
http://24.199.68.237:5000//show_pdf_accessions?accessions=AY601164
http://24.199.68.237:5000//show_pdf_accessions?accessions=CP115803

