Search Details

Amplicon Sequence:
CCCTTAACGAGGAACAAYTGGAGGGCAAGTCTGGTGCCAGCAGCC
GCGGTAATTCCAGCTCCAATAGCGTATATT

Job Title/ Assay Name :
Candida glabrata

Effective Date : 2025-08-18 Forward: CCCTTAACGAGGAACAATTGGA

Database : core_nt Reverse: AATATACGCTATTGGAGCTGGAAT

Alignment algorithm : blastN | Probe: AGTCTGGTGCCAGCAGCCGC

Exclusive Organism: Inclusive Organism: Nakaseomyces glabratus

RID: A60GZGKUO013 Total Result: 38

App Version: 1.0

#Accessions Oligo Mutation Impact
Nakaseomyces glabratus/5478 Analyzed Accessions: 26
18 Forward C1- Detected
Forward C1-
1 Detected
Reverse Al-, A2-
1 Forward Ci1-, G12A Detected
Forward C1-
2 Detected
Probe +16C
Forward C1-
1 Detected
Reverse A11T
Forward C1-
1 Detected
Reverse Al-, A2-, T3-, A4-, T5-, A6-
Forward C1-, C2-, C3-, T4-, A17T, Y18-, T19-, G20-
1 Probe +6T Not Detected
Reverse +17G
Forward C1-, C2-, A14-, A17T, Y18-, T19-, G20-
1 Probe C17- Not Detected
Reverse Al-, +7C, T13-, A23-
1 - q C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A14-, limited coverage
< orwar C15-, A16- (excluded)
) . q Cl-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A14-, limited coverage
= orwar C15-, A16-, A17-, Y18-, T19- (excluded)
. Forward C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A16C limited coverage
- Probe AIT, CAT (excluded)
1 Forward C1-, C2-, C3-, T4-, T5-, A6-, A7-, C8-, G9-, A10-, G11-, G12-, A13-, A16T limited coverage
(excluded)



http://24.199.68.237:5000//show_pdf_accessions?accessions=MK394140%2CAY083230%2CMW281631%2CXR_002648375%2CAY083231%2CAF134719%2CMW736401%2CPP464016%2CPP494206%2CAY198398%2CNG_063242%2CXR_010605625%2CMH545922%2CAY497741%2CKT229542%2CMW281632%2CJN940581%2CX51831
http://24.199.68.237:5000//show_pdf_accessions?accessions=PX056818
http://24.199.68.237:5000//show_pdf_accessions?accessions=AB094140
http://24.199.68.237:5000//show_pdf_accessions?accessions=AY218893%2CPP494205
http://24.199.68.237:5000//show_pdf_accessions?accessions=M60311
http://24.199.68.237:5000//show_pdf_accessions?accessions=AB182299
http://24.199.68.237:5000//show_pdf_accessions?accessions=MW736405
http://24.199.68.237:5000//show_pdf_accessions?accessions=MW736399
http://24.199.68.237:5000//show_pdf_accessions?accessions=MF045504
http://24.199.68.237:5000//show_pdf_accessions?accessions=AJ842962
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK490979
http://24.199.68.237:5000//show_pdf_accessions?accessions=MK651240

#Accessions Oligo Mutation Impact

Probe A1T

. Forward Forward Missing limited coverage

- Probe Al-, G2-, T3-, C4- (excluded)

, Forward Forward Missing limited coverage

N Probe Probe Missing (excluded)
Forward Forward Missing

3 Probe Al-, G2-, T3, C4-, T5-, G6-, C18T limited coverage

(excluded)

Reverse Reverse Missing
Forward Forward Missing

2 Probe Probe Missing limited coverage

Reverse

Al-, A2-, T3-, A4-, T5-, A6-, C7-, G8-, C9-

(excluded)



http://24.199.68.237:5000//show_pdf_accessions?accessions=AY661443
http://24.199.68.237:5000//show_pdf_accessions?accessions=AY601198%2CAY601203
http://24.199.68.237:5000//show_pdf_accessions?accessions=PQ041636%2CAF442299%2CNC_004691
http://24.199.68.237:5000//show_pdf_accessions?accessions=AF490094%2CAF490095

