Search Details

Job Title/ Assay Name : VanC1(29/7)

Amplicon Sequence:

ACTGCTTGAACTAATGAACCTGCCTTATGTTGGTTGCCATGTCGCTG
CCTCCGCATTATGTATGAACAAATGGCTCTTGCATCAACTTGCTGA

Effective Date : 2025-07-29

Forward: ACTGCTTGAACTAATGAACCTG

Database : core_nt

Reverse: TCAGCAAGTTGATGCAAGAG

Alignment algorithm : blastN

Probe: TATGTTGGTTGCCATGTCGCTGCCTC

Exclusive Organism:

Inclusive Organism:

RID: BHDVNGGJO013

Total Result: 195

#Accessions Oligo Mutation Impact
Enterococcus gallinarum/1353 Analyzed Accessions: 32

28 No Mutations Detected

1 Forward Detected

2 Detected

1 Reverse A3T Detected

1 Forward Al-, C2-, T3-, G4-, C5-, T6-, T7-, G8-, A9-, A10-, C11-, T12-, A13-, C20- ?;lltﬁ(:iecg)verage

. Forward Al-, C2-, T3-, G4-, C5-, T6-, T7-, G8-, A9-, A10-, C11-, T12-, A13-, Al4-, T15-, limited coverage

= Gl16-,A17-,A18-, C19- (excluded)

1 Forward A1l-, C2-, T3-, G4-, C5-, T6-, T7-, G8-, A9-, A10-, C11-, T12-, A13-, A14-, T15-, limited coverage

= G16-,Al17-, A18-, C19-, C20- (excluded)

Forward Missing
. limited coverage
- Probe T1-, A2-, T3-, G4-, T5-, T6-, G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, | (excluded)
Gl16-, T17-, C18-, G19-, C20-, T21-, G22-, C23-
Enterococcus faecalis/1351 Analyzed Accessions: 7

6 NA No Mutations Detected
Forward A1l-, C2-, C5T, C11T, A13G, C19G

1 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18C

. Forward Forward Missing I limited coverage

- Probe Probe Missing I (excluded)

Enterococcus/1350 Analyzed Accessions: 21

4 NA No Mutations Detected
Forward A1l-, C2-, C5T, C11T, A13G, C19A, G22A

1 Probe T6A, T9C, C13G, A14G, C18G, T21G Not Detected
Reverse A3T, A6T, G8C, G18T, G20A

s —

3 Forward Al-, C2-, C5T, C11T, A13G, C19A, G22A Not Detected

Probe T6A, T9C, C13G, A14G, C18G, T21G
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#Accessions Oligo Mutation Impact
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18T, G20A
Forward A1l-, C2-, C5T, C11T, A13G, C19G, G22A
1 Probe T6A, T9C, C13G, A14G, C18G, T21G Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C, G20A
s .
Forward Al-, C2-, C5T, C11T, A13G, C19G
2 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
——
Forward A1l-, C2-, C5T, C11T, A13G, C19G, G22A
2 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
—_—
Forward A1-, C2-, C5T, C11T, A13G, C19G
4 Probe T6A, T9C, C12T, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C, G20A
s —————————————— . ——  — |
Forward A1l-, C2-, C5T, C11T, A13G, C19A, G22A
2 Probe T6A, C13G, A14G, T15G, C18G, T21A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
sS——————————— . .
Forward Al-, C2-, C5T, C11T, A13G, C19G
1 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A, G22A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
_—
Forward Al-, C2-, C5T, A10G, A13G, C19A, T21G, G22C
1 Probe T6A, TIC, C12T, C13G, A14G, C18A, T21A, C24A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, C15G, A17G, G18C
Enterococcus faecium/1352 Analyzed Accessions: 3
3 NA No Mutations Detected
Forward Forward Missing
3 Probe C13G, A14G, T15C, C18T, T21C, G22T limited coverage
(excluded)
Reverse T1-, C2-, A3-, G8A, T9C, C15T, G18T
Enterococcus casseliflavus/37734 Analyzed Accessions: 41
Forward Al-, C2-, C5T, C11T, A13G, C19A, G22A
2 Probe T6A, T9C, C13G, A14G, C18G, T21G Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18T, G20A
——
Forward A1l-, C2-, C5T, C11T, A13G, C19G
7 Probe T6A, C13G, Al14G, T15G, C18G, T21A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
—_—
Forward A1-, C2-, C5T, C11T, A13G, C19G
3 Probe T6A, T9C, C12T, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18T, G20A
1 Forward A1l-, C2-, C5T, C11T, A13G, C19G, G22A I Not Detected
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#Accessions Oligo Mutation Impact
Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
—_—
Forward Al-, C2-, C5T, C11T, A13G, C19G, G22T
2 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
s |
Forward Al-, C2-, C5T, C11T, A13G, C19G
1 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18C
s  —  —  — —— ———— |
Forward A1l-, C2-, C5T, C11T, A13G, C19G
3 Probe T6A, C13G, A14G, T15G, C18G, T21C, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
—
Forward Al-, C2-, C5T, C11T, A13G, C19G
1 Probe T6A, T9C, C12T, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C, G20A
-
Forward Al-, C2-, C5T, C11T, A13G, C19G
10 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
—_—
Forward Al-, C2-, C5T, C11T, A13G, C19G, G22A
1 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C, G20A
s — . .
Forward Al-, C2-, T3-, G4-, C5-, T6-, T7-, C11T, A13G, C19A, G22A
1 Probe T6A, TIC, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
- |
Forward A1l-, C2-, C5T, C11T, A13G, C19G
3 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A, G22A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
—_—
Forward Al-, C2-, C5T, C11T, A13G, C19G, G22A
6 Probe T6A, T9C, C13G, A14G, T15G, C18G, T21A, C23G, C24T Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C, G20A
s |
Forward Al-, C2-, T3-, G4-, C5-, T6-, T7-, G8-, A9-, A10-, C11-, T12-, A13-, C19G
1 Probe T6A, C13G, A14G, T15G, C18G, T21C, C23G, C24T limited coverage
(excluded)
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
s  —  —  — —— ———— |
Forward Al-, C2-, T3-, G4-, C5-, T6-, T7-, G8-, A9-, A10-, C11-, T12-, A13-, Ald-, T15-,
G16-, A17-, A18-, C19-, C20-
1 limited coverage
= Probe T6A, T9C, C12T, C13G, A14G, T15G, C18G, T21A (excluded)
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18T, G20A
1 limited coverage

Forward

Al-, C2-,T3-, G4-, C5-, T6-, T7-, G8-, A9-, A10-, C11-, T12-, A13-, A14-, T15-,
G16-, A17-, A18-, C19-

Probe

T6A, TIC, C13G, A14G, T15G, C18G, T21A, C23G, C24T

(excluded)
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#Accessions Oligo Mutation Impact
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
Forward Forward Missing
1 Probe T1-, A2-, T3-, G4-, T5-, T6-, G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, limited coverage
= C18G, T21A (excluded)
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
s — ‘i
Forward Forward Missing
1 Probe T1-, A2-, T3-, G4-, T5-, T6-, G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, limited coverage
= C18G, T21A (excluded)
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C, G20A
—_ |
Forward Forward Missing
) Probe T1-, A2-, T3-, G4-, T5-, T6-, G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, limited coverage
= Gl16-, T17-, C18-, G19-, C20-, T21-, G22-, C23-, C24- (excluded)
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, A17G, G18C
s — ‘i
Forward Forward Missing
1 Probe T1-, A2-, T3-, G4-, T5-, T6-, G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, limited coverage
= G16-, T17-, C18-, G19-, C20-, T21-, G22-, C23-, C24- (excluded)
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, C15T, A17G, G18C
Enterococcus innesii/2839759 Analyzed Accessions: 1
Forward A1l-, C2-, C5T, C11T, A13G, C19G
1 Probe T6A, T9C, C12T, C13G, A14G, T15G, C18G, T21A Not Detected
Reverse T1-, C2-, A3-, G4-, C5-, A6-, A7-, G8-, G18T, G20A
Bacillus altitudinis/293387 Analyzed Accessions: 0
Forward Al-, C2-, T3-, G4-, C5-, T12A
50 Probe G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, G16-, T17-, C18-, G19-, C20-, limited coverage
= T21-, G22-, C23-, C24-, T25-, C26- (excluded)
Reverse Reverse Missing
Bacillus/1386 Analyzed Accessions: 0
Forward Al-, C2-,T3-, G4-, C5-, T12A
17 Probe G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, G16-, T17-, C18-, G19-, C20-, limited coverage
= T21-, G22-, C23-, C24-, T25-, C26- (excluded)
Reverse Reverse Missing
Meleagris gallopave/9103 Analyzed Accessions: 0
Forward Al-, C2-, T3-, G4-, C5-, T6-, T7-, G8-, A9-, T15A, C19T
1 Probe G7T, T9C, C13T, C18G, C20A, C24T limited coverage
(excluded)
Reverse Reverse Missing
Ureibacillus thermosphaericus/51173 Analyzed Accessions: 0
Forward Al-, C2-, C11T, A14T, G22T
. Probe T9-, T10-, G11-, C12-, C13-, A14-, T15-, G16-, T17-, C18-, G19-, C20-, T21-, G22-, | limited coverage
= C23-, C24-, T25-, C26- (excluded)
Reverse Reverse Missing

Ureibacillus/160795 Analyzed Accessions: 0
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http://24.199.68.237:5000//show_pdf_accessions?accessions=CP152041%2CCP150633%2CCP152000%2CCP046653%2CCP151989%2CCP152023%2CCP157353%2CCP151992%2CCP151977%2CCP151973%2CCP151975%2CCP151991%2CCP074101%2CCP152035%2CCP151988%2CCP151987%2CCP152048
http://24.199.68.237:5000//show_pdf_accessions?accessions=HG999686
http://24.199.68.237:5000//show_pdf_accessions?accessions=AP018335

#Accessions

Oligo

Mutation

Impact

Forward Al-, C2-, C11T, A14T, G22T
1 Prob T9-, T10-, G11-, C12-, C13-, A14-, T15-, G16-, T17-, C18-, G19-, C20-, T21-, G22-, limited coverage
= robe C23-, C24-, T25-, C26- (excluded)

Reverse Reverse Missing

Bacillus aerius/293388 Analyzed Accessions: 0

Forward Al- C2-,T3-, G4-, C5-, T12A
1 Prob G7-, G8-, T9-, T10-, G11-, C12-, C13-, A14-, T15-, G16-, T17-, C18-, G19-, C20-, limited coverage
< robe T21-, G22-, C23-, C24-, T25-, C26- (excluded)

Reverse Reverse Missing

Bacillus xiamenensis/1178537 Analyzed Accessions: 0

Forward Al-, C2-,T3-, G4-, C5-, T12A
) Prob G7-, G8-, T9-, T10-, G11-, C12-, C13-, Al4-, T15-, G16-, T17-, C18-, G19-, C20-, limited coverage
= robe T21-, G22-, C23-, C24-, T25-, C26- (excluded)

Reverse Reverse Missing

Candidatus Enterococcus mangumiae/2230878 Analyzed Accessions: 0

Forward Forward Missing

1 Probe C13G, A14G, T15C, C18T, T21C, G22T limited coverage
(excluded)
Reverse T1-, C2-, A3-, G8A, T9C, C15T, G18T
Mesobacillus/2675231 Analyzed Accessions: 0

Forward Al-, C2-, A14T, G22T
. Prob T6C, T9-, T10-, G11-, C12-, C13-, Al4-, T15-, G16-, T17-, C18-, G19-, C20-, T21-, || limited coverage
< robe G22-, C23-, C24-, T25-, C26- (excluded)

Reverse Reverse Missing



http://24.199.68.237:5000//show_pdf_accessions?accessions=CP150191
http://24.199.68.237:5000//show_pdf_accessions?accessions=CP133585
http://24.199.68.237:5000//show_pdf_accessions?accessions=CP017786
http://24.199.68.237:5000//show_pdf_accessions?accessions=CP147250
http://24.199.68.237:5000//show_pdf_accessions?accessions=CP126080

